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S. typhimurium, 1056 
Hydrogenase 
A. eutrophus, 138 
A. vinelandii, 564 
B. japonicum, 1006 
D. vulgaris, 843 
nickel component, 153, 850 
R. japonicum, 153 
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T. commune, 843 
Hydroxyquinol 1,2-dioxygenase 
T. cutaneum, 353 


ilvYC 
S. typhimurium, 951 
Inositol 
Pseudomonas binding protein, 179 
S. cerevisiae, 837 
Insertion element 
1S46,472 
Integument | 
B. megaterium, 624 


n 

A. vinelandii, 341 

effect on oxygen toxicity, 745 
molybdenum cofactor, 888 
siderophore-mediated uptake, 341 
superoxide dismutase, 418 
transport in E. coli, 271 


Kanamycin 

resistance plasmids, 590 
Klebsiella aerogenes 

hutUH operon expression, 934 
Klebsielia pneumoniae 

nitrogenase, 888 

xylitol catabolic pathway, 730 
Kluyveromyces lactis 

DNA incompatibility with S. cerevisiae, 

533 


killer plasmids, 533 


lac 
E. coli, 618, 750, 863 
B-Lactamase 
isolation of B. licheniformis, 803 
S. faecium, 805 


Lectin 
R. trifolii, 145 
Legionella pneumophila 
outer membrane, 107 
Lipid A 
heterogeneity, 900 
serum-resistant E. coli, 877 
Lipopolysaccharide 
E. coli, 877, 1047 
PI lysogeny, 1047 


S. cerevisiae, 429 


Macrolides 
resistance of E. coli, 381 
Manganese 
effect on oxygen toxicity, 745 
Mannoprotein 
S. cerevisiae, 1018 
Membrane 
acquisition by bdellovibrios, 329 
A. vinelandii, 341, 564, 946 
cytochrome, 663, 946 
E. coli, 329, 555, 1053 
E. coli LamB protein, 435, 440 
electron transport, 348, 820 
flagellar rotation, 991 
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hydrogenase, 564 
hydrogen uptake, 1006 
hydrophobicity, 776 
intracytoplasmic, 946 
iron transport, 271, 341 
L. pneumophila, 107 
OmpA, 63 
osmoregulation, 688 
outer, 555, 570, 579, 688, 704, 780, 877, 
883, 1053 
permeability, 704 
phage receptors, 570, 579 
phospholipid, 597, 704, 733 
photosynthetic, 540 
proton gradient, 448, 925 
proton motive force, 820 
R. capsulata, 191 
R. sphaeroides, 540 
S. typhimurium, 704 
sugar transport, 427 
translocation, 63 
vesicles, 63 
men 
S. typhimurium, 1090 
Menaquinone 
S. typhimurium, 1090 
Methylation 
E. coli, 418 
metJBLF 
E. coli, 767 
Micrococcus luteus 
peptidoglycan, 520 
rRNA, 233 
Molate 
depression of nitrogenase, 400 
Molybdenum 
accumulation during nitrogenase repres- 
sion, 888 
K. pneumoniae, 888 
motA 
E. coli 


mpo 
B. subtilis, 228 
mRNA 
argECBH, 640, 647 
Mucor racemosus 
sporangiospore aerobic germination, 
965 


Murein hydrolase 

S. pneumoniae, 793 
Myxococcus xanthus 

cell surface hydrophobicity, 776 


nar 
E. coli, 159 
Neisseria gonorrhoeae 
pili, 312 
Neurospora spp. 
carotenoids, 757 
deaminase, 583 
extracellular protease, 505 
mitochondrial plasmids, 288 
protoperithecia, 808 
white collar mutants, 757, 808 
Nickel 
B. japonicum hydrogenase, 153, 850 
Nitrate reductase 
A. nidulans, 36 
Nitrogenase 
‘azospirilla, 80 
B. japonicum, 857 


K. pneumoniae, 888 
molybdenum accumulation, 888 
R. capsulata, 652 

R. rubrum, 400 


omp 

E. coli, 555, 570, 579, 688, 750, 1053 
Operon 

aerobactin gene complex, 300 

histidine transport, 1000 

hutUH, 934 

K88ab fimbrial adhesin, 482 

metBL, 767 

nar, 159 

pck-lacZ, 832 

trp (C. freundii), 1063 
Ornithine decarboxylase 

E. coli, 1074 


pabB 
E. coli, 57 
p-Aminobenzoate synthetase 
E. coli, 57 
pck-lacZ 
E. coli, 832 
Pectate lyase 
E. chrysanthemia, 825 
E. coli, 825 
Penicillin 
lysis of S. faecium, 805 
Peptidase 
S. typhimurium, 453 
Peptidoglycan 
B. subtilis, 925 
S. faecium, 511, 520 
S. pneumoniae, 793 


phosphotransferase 
B. subtilis glycerol uptake, 243 
E. coli, 832 
Phospholipid 
C. butyricum, 597 
E. coli, 773 
S. typhimurium, 704 


N. gonorrhoeae, 312 
Plasmalogen 

C. butyricum, 597 
Plasmid 

aerobactin synthesis, 300 

colicin, 658 

C. perfringens, 465 

Em’, 870 

exotoxin, 683 


gene amplification, 488 
hemolysin, 424, 1027 
IncN, 472 

IncP-4, 678 

killer, 533 

K. lactis, 533 

Km‘, 590 
mitochondrial, 288 

N. crassa, 288 
nonconjugative, 590 
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NRI, 488 
P. putida, 678 
S. cerevisiae transformants, 1065 
shuttle, 465 
S. pneumoniae, 870 
transformation of C. glutamicum, 306 
transposition, 590 
Polysialic acid 
E. coli, 321 


Porin 
E. coli, 555, 750, 883, 1053 
R. capsulata, 410 
R. sphaeroides, 199 


ppGpp 

effector of argECBH, 647 

relationship to RNA activity, 863 
Protease 

B. amyloliquefaciens, 811 

N. crassa, 505 
Proton gradient 

B. acidocaldarius, 448 

B. subtilis, 925 
Protoperithecia 

N. crassa, 757, 808 
Protoplast 

C. glutamicum, 306 
Pseudomonas aeruginosa 

alginase, 958 

alginate, 9 

exotoxin, 683 
Pseudomonas putida 

recognition of foreign DNA, 678 - 
Pseudomonas spp. 

myo-inositol binding protein, 179 
Purine 


A. laidlawii, 265 


recA 
E. coli, 1072 
relA 
E. coli, 863 
Rhizobium japonicum 
see Bradyrhizobium japonicum 
Rhizobium meliloti 
transduction, 120, 125 
Rhizobium trifolii 
lectin-binding ability, 145 
R s capsulata 


cell wall, 191 

Nif~ mutants, 652 
outer membrane, 191 
410 


A, 


s sphaeroides 
"photosynthetic membranes, 540 
porin, 199 

Rhodospirillum rubrum 
CO dehydrogenase, 693 
cyclic AMP, 790 
depression of nitrogenase, 400 
photosynthesis, 790 
plasmidless, photosynthesis-incompe- 

tent mutants, 913 

Ribosome 
transcription, 863 

Ribulose bisphosphate carboxylase 
A. eutrophus, 973 

rRNA 


antitermination in E. coli, 260 
M. luteus, 233 

S. aureus, 233 

transcription in E. coli, 863 
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Phage 
see Bacteriophage 
phoM 
a phoU 
E. coli, 979 
E. coli, 736 
fip, 1034 
F' lac, 590 
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Saccharomyces cerevisiae 
ADE}, 413 
cell wall, 1018 
deletions during transformation, 1065 
DNA incompatibility with K. lactis, 533 
flocculation, 797 
inositol starvation, 837 
kinase-dependent glucose uptake, 1013 
LYS, 429 
mannoproteins, 1018 
mitochondrial DNA, 533 
potassium transport, 940 
saccharopine reductase, 429 
sphingolipids, 837 
tnp1, 797 

Saccharopine reductase 
S. cerevisiae, 429 

Salicylate hydroxylase 
T. cutaneum, 353 

Salmonella typhimurium 
aerobactin, 300 
aerotaxis, 663 
aspartate-specific peptidases, 453 
cobalamin synthesis, 206 
cytochrome o, 663 
flagellin, 787, 1056 
flagellin genes, 71 
gene amplification, 488 
histidine transport operon, 1000 
ilvYC, 951 
lipid A, 900 
membrane permeability mutants, 704 
menaquinone mutants, 1090 
phase variation, 71 

Schizophyllum commune 
extracellular proteins, 294 

secA 
E. coli, 1077 

Sialyl galactosides 
E. coli, 762 

Siderophore 
iron uptake in A. vinelandii, 341 


cyanobacteria, 100 
spa 
S. aureus, 713 


speC 

E. coli, 1074 
Sphingolipids 

S. cerevisiae, 837 
Spirochaeta aurantia 

chemotaxis, 173 


sugar transport, 427 
Spirulina platensis 

tuf, 407 
Sporulation 

B. megaterium, 624 

effect of membrane proteins, 228 

M. racemosus, 965 

M. xanthus, 776 
Staphylococcus aureus 

gene encoding protein A, 713 

rRNA, 233 

Tn55/ insertions, 894 
Streptococcus faecium 

detergent resistant, 805 

penicillin-induced lysis, 805 

peptidoglycan, 511, 520 
Streptococcus mutans 

iron requirement, 745 

oxygen toxicity, 745 
Streptococcus pneumoniae 

competence control mutants, 870 

murein hydrolase, 793 
Streptomyces spp. 

phage plaque formation, 499 
Streptomycin 

Tn5-encoded resistance, 388, 395 
Sulfonolipid 

C. johnsonae, 42 
Superoxide dismutase 

E. coli, 418 

effect on oxygen toxicity, 745 
Synechococcus leopoliensis 

sodium requirement, 100 


Teichoic acid 
B. subtilis, 925 
Tetracycline 
S. faecalis Tc in E. coli, 214 
Thermodesulfobacterium commune 
cytochrome c3, 1040 
hydrogen metabolism, 843 
Thioredoxin reductase 
E. coli, 1060 
Toluidine blue 
genetic protection in ©. coli, 527 
Transcription 
antitermination in E. coli rRNA, 260 
envZ mediation, 883 
phosphoenolpyruvate carboxykinase lo- 
cus, 832 
Transduction 
E. coli recA with phage T4GT7, 1072 
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Mu di(Ap lac), 130 

R. meliloti, 120, 125 
Transformation 

C. glutamicum protoplasts, 306 

C. perfringens, 460 

deficient §. pneumoniae mutants, 870 

S. cerevisiae plasmid deletions, 1065 
Translocation 

E. coli protein, 63 
Transport 

B. japonicum, 47 

cytochrome o, 663 

electron, 348, 820 

histidine, 1000 

iron, 341 

iron dicitrate in E. coli, 271 

periplasmic binding proteins, 179 

potassium, 940 

proton gradient, 448, 925 

sugars in §. aurantia, 427 

sugars in S. cerevisiae, 1013 
Transposition 

sequence, 590 


Tn3, 406 
Tn5, 1, 335, 388, 395, 767 
Tn551, 894 
Tn9/6, 214 
Trichosporon cutaneum 
specific enzymes, 353 
Trimethoprim 
chromosomal resistance, 184 
trp 
B. amyloliquefaciens, 905 
C. freundii, 1063 
trxB 
E. coli, 1060 
tuf 
S. platensis, 407 
TUP 
S. cerevisiae, 797 


UV irradiation 
genetic protection in E. coli, 527 


Vibrio cholerae 
enterotoxin genes, 1086 

Vibrio harveyi 
bioluminescence, 720 


Xylitol 
K. pneumoniae pathway, 730 


Transposon 
lac, 618 
Tnl0, 93 
sodB 
E. coli, 418 
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